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ABSTRACT The off-plate syndrome is an epidemic disease of juvenile sea cucumber A pos-
tichopus japonicus during nursery period, showing severe infection, rapid transmission and high
mortality. In this study, epidemiological investigation of off-plate syndrome was conducted in
several infected hatcheries along the coast of Liaoning Province. A dominant bacteria strain co-

ded Aj2010072802A90 was isolated from the skin of affected juveniles and proved to be the
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pathogen through the artificial infection tests. The pathogen was identified as Vibrio parahae-
molyticus through morphological observation, physiological & biochemical tests and 16S rDNA
sequence analysis. This is the first report on V. parahaemolyticus disease in juvenile sea cu-
cumber. Drug-sensitive tests were done against the pathogen and revealed that the V. parahae-
molyticus strain was sensitive to florfenicol. The result would provide theoretical basis and
technical support for disease control and health management in sea cucumber culture.
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Table 1 Physiological and biochemical characteristics of bacteria j2010072802A90 and V. parahaemolyticus standard bacterial strain

o 1 T R o vHE T R
Wi H Items Aj2010072802A90 Standard Wi H  Items Aj2010072802A90 Standard
strain strain
Growth on TCBS -+ + Wk Starch + +
BB Glucose -+ + FLBE Lactose — —
%% 7 BE Maltose -+ + 27 4 —HF D-cellobiose — —
ARIEHE Xylose — FEME Sucrose — —

B R A B Sugar gum arabic + + B Qin sugar + +
K4 1F  Salicin — H £ 4T Methyl red + +
TP £ Euonymus alcohol — HEHRF Indole -+ +

WLEE  Inositol — WAL Gelatinase -+ —+
JR Z W Urease — AL Oxidase + +

TR ER B i Nitrate reduction + + i & B2 B R B Lysine decarboxylase + +

Wik H.S production — 5 R ¥R B Ornithine decarboxylase -+ -+
VP % Vogus-Proskauer reaction — Wik G 2 WK f#t il Arginine dihydrolase — —
D-H#%F D-mannitol + + AR R Oxidation/ reduction O O
0/129 (10pg) S S 0/129 (150p8) S S
W RRIAE =R (ST RN HURG 07 E AL R
Notes: + . Positive reaction; — ; Negative reaction; S: Sensitive; O; Oxidation
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87 Aj2010072802A90 (JF 432066)
o1 ’—‘: V. parahaemolyticus (EU660319)

41 Vibrio sp. (FT 170000)

L’i V. parahaemolyticus (EU660311 )
38
49 L vibrio sp. FI652048)

V. parahaemolyticus (AF388387)
46
70 V. parahaemolyticus (AF388389)
001 V. alginolyticus (FI1906751 )
26 r V. alginolyticus (FI906747)

31y, alginolyticus (F1906749)

Vibriosp. (DQ642843 )

Vibrio sp. (AF500207 )
V. natriegens (EU660320 )
84 | Vibriosp . (FT1170003 )
51 Vibriosp . (HQ123984 )

Aeromonas punctata  (DQ517911 )

Notes: Numbers in parentheses represent the sequences’ accession number in GenBank.

The scale bar indicated 0. 01 substitutions per nucleotide position.

Kl 4 Aj2010072802A90 K AHKEE #: /Y 16S rDNA JF 5 #4 E() NJ
Fig. 4 NJ tree inferred from the 16S rDNA sequences of Aj2010072802A90 and related bacteria strains
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Table 2 Results of antibiotic sensitivity of Aj2010072802A90 tested by paper disk method
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KA E Kanamycin 10. 67 R HE U A Ofloxacin 13. 14 1
K KRFEZE Gentamicin 10. 17 R B B Enrofloxacin 15.43 1
FH T % Penicillin 6.96 R HrF % Neomycin 11.29 R
&% Sulperazon 6.96 R #% 2  Streptomycin 6.96 R
L4 Cephalexin 8.12 R A JE % Florfenicol 19.07 S

T “STERRHUEG (T Ron U CRYERR B

Note: S: Sensitive; I: Intermediate sensitive; R: Resistant
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