35 5 Vol.35, No.5
2014 10 PROGRESS IN FISHERY SCIENCES Oct., 2014
DOI: 10.11758/yykxjz.20140506 http://www.yykxjz.cn/

(Esox lucius)

(Esox lucius)
16S rDNA

PCR 9
(aerd) 0-3

S965  NHKFRIRES A 0 XERS
(Esox lucius) (Salmoniformes)
(Esocoidei) (Esocidae)
(Esox) ( 2002)
(626
)
2000
( 2012)
(
2006)
* (20101230760)  “

lilyjackson99@163.com

830052)

(ahpA)

1000-7075(2014)05-0040-06

2012)

2013)
( 2006

1.1

1.11

E-mail: yuechengxnd@yahoo.com.cn

:2013-12-09, :2014-03-04

PK001-PK009

(hiyA)
(
2000; 2003
1992)
E-mail:



5 : (Esox lucius)

41

2012 2013
(35£5) cm
(145.0£2.5) g
(13.5£1.5) cm (115.0+4.5) g
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TSB BD
DNA
RS
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«C )
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37
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RS 24 h
TSB
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37°C 18-24 h
(
, 1997 ,2013)
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37°C
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1.5.1 DNA
28°C 18 h 1.5 ml
DNA
DNA

1))

1.5.2 16S rDNA PCR
16StDNA
, 1999)
Pl 5-GAGGAGGAAAGGTTGATGCC-3'
P2 5'-CTTGAGTTCCCACCATTACG-3" PCR
94°C 10 min 94°C 30s 60°C 30s

72°C 1min 30 72°C 10 min PCR

2005

Primer Premier 5.0 1

Blast(http://www.
ncbi.nlm.nih.gov/Blast/)
1.5.3
(2006) Hazen

(20006)
GenBank
(ahpA)
Primer
(2007)

(1982)

(hlyA)

Premier 5.0
(2008) 3
ahpA-f  5-ATTGGATCCCTGCCTATCGC-
TTCAGTTCA-3" ahpA-r 5'-GCTAAGCTTGCATCCG
TGCCGTATTCC-3" hlyA-f 5-ACCTTAACGTCAAC-
CGCA AGAT-3' hlyA-r 5-GTCTG CGCTTGTCGGTA-
TCCTC-3" aerA-f 5-GCAGAGCCC GTCTATCCAGA-3'

aerA-r 5-CTCCAGCCTCAGGCCTTGAC-3’

(aerd)

893 bp  ahpA 876 bp  hiyd
1332bp  aerd 3 55°C
61°C  61C PCR 94°C 10 min
94°C 30's 30s 72°C 1min 30 72°C

10 min 1%
1.6
1.6.1
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28°C 24 h
( ,2004)"
2.2x10* CFU/ml 7d
10
1.0 ml
1.0 ml
14d
( , 2001)
1.2

, 2004, 37-50
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,2004)"
1.6.2 PK0O01 PKO002 PKO003
3 2 1 PK004 PKO005 PKO006 PKO007 PKO008 PK009
2.2x10° CFU/ml 9 28°C
4 1 10 18—24h
1.0 ml
1.0 ml 9
14 d
5% B-
2 RS
2.1 2.2
1 XS91-4(
1
Tab.1 The physiological and biochemical identification of the isolated strains and the typical Aderomonas hydrophila
WiH Aeromonas Serial number of the isolated strains
Items hydrophila XS91-4  pKo01 PK002 PK003 PK004 PK005 PK006 PK007 PK008 PK009
Oxidase + + + + + + + + + +
V-P + + + + + + + + + -
MR + + + + + + + + + -
Indol + + + + + + + + + +
H,S - - - - — _ _ _ _ _
+ + + + + + + + + +
Gelatin liquefaction
Bacterial motility + + + + + + + + + -
Glucose + + + + + + + + + +
Maltose + + + + + + + + + +
Lactose — - — — - _ _ _ _ _
Sucrose + + + + + + + + + +
Mannitol + + + + + + + + + +
Cellobiose - - — - - — _ _ _ _
Arabinose + + + + - + + + + +
Salicin + + - + + - + + + +
Aesculin + + - + + + + — + +
) + + + + + + + + + +
Lysine decarboxylase
Urease — - — — — — — — — _
+ + + - + + + + - +
Arginine dihydrolase
Ornithine decarboxylase - - - - - B B B - -
+ + + + + + + + + +

Nitrate reduction

oy w_9

1) .
, 2004, 46-57

“+” is positive;

is negative
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) 2.4
o PROOL PKO06 3 PKO001 PK006
XS91-4 7
XS91-4 3 15d
1=3 PK002 9 8§ 14d 90% 80%
PK003  PKO0O0S8 4 15d
PK004 PKO005 PKO007 g 4
PKO009 VP MR 80%
2.3 16SrDNA
PKOO1—
PK0O09 9 16S rDNA
1
( ) 4 10
685 bp NCBI  Blast
http:// bi.nlm.nih /Blast/ > 2 ! PRO0T
(http: ww9w9.;1c i.nlm.nih.gov/Blast/) PK002 PK005 PKO09
° 10 6 3 0
M 1 2 3 4 5 6 7 8 9 1011 0% 40% 70% 100% 10
3
( , 2013) ( , 2004;
,2001) ( , 1999)
( , 2007, ,
1 165 rDNA 2007)
Fig.1 The gene amplification of 16S rDNA of isolated
strains and A. hydrophila positive control 2012-2013
M: DNA 2000 bp; 1: (
XS91-4); 2—-10: (PK001-PKO009); 11:
M: Marker D2000; 1: Positive control (typical A. hydrophila 9
XS91-4); 2-10: Isolated strains; 11: Negative control PCR
3 9 (  PKO0O1)
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, , , . 2013
34(6): 6874
9 B- , , , . 2012
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Isolation and Identification of Pathogenic Aeromonas hydrophila
From Esox lucius Around Urumgqi in Xinjiang

QIN Li, YIN Jianguo, ZHANG Wei, JIA Shuan, YUE Cheng
(College of Veterinary Medicine, Xinjiang Agricultural University, Urumqi 830052)

Abstract Northern pike (Esox lucius), one of the major indigenous economic fish in Xinjiang,
belongs to the ferocious carnivorous cold-water fish family. With the fast development of artificial
breeding, disease outbreak has raised. The outbreak of bacterial sepsis is one of the dominant diseases to
Northern pike farming, causing huge economic losses in local aquaculture. In order to identify the
etiology of the Northern pike, the liver and kidney samples of Northern pike were collected for the
morphology observations, physiological and biochemical tests, and 16S rDNA sequence analysis. Nine
dominant bacteria were separated, which belong to the Aeromonas hydrophila family (named
PKO001-PKO009). The PCR specificity detection results indicated that the separated nine strains contained
three mainly and widely studied virulence factors of A.hydrophila ahpA, hlyA and aerdA with the
frequency from zero to three, which leaded to the discrepancy of strains. The illness of artificial recurrent
infection and natural case of E. lucius were similar, and the origin infection bacteria were separated and
further confirmed with A. Aydrophila infection. A. hydrophila is the main pathogenic bacteria that induce
fish bacterial sepsis.
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