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ABSTRACT The C-binding, Ag-NORs, and G-banding patterns of the metaphase chromo-
somes of barfin flounder Verasper moseri were investigated in this study. The results showed
that the interstitial regions of most chromosomes exhibited positive C-bands, in which the whole
3rd, 13th, 20th, and 22nd pair of chromosomes showed totally positive C-band, whilst the 1st,
4th and 8th pair of chromosomes only showed positive C-bands in the middle region, the rest
with centromeric positive C-bands. However, the 9th pair of chromosomes showed negative re-
sult. The C-banding heretochromatin occupied 54. 91% of the total chromosome in the present
study. Silver staining study showed that most chromosomes featured two silver-stained nuclear
organizing regions (Ag-NORs) with the percentage of 87.5%. Accordingly, the interphase nu-
cleus with 2 nucleolus appeared most frequently, thus it is supposed that the barfin flounder

bears a pair of Ag-NORs which located at the end of short arm of the submetacentric chromo-
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somes. A total of 59 positive G-bands (37 strong, 22 light) were recorded in 23 pairs of chro-
mosomes. These results would provide basic data for the genomic research and biodiversity con-
servation of barfin flounder.
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Fig.1 The C-banding metaphase chromosomes(a)and karyotype(b)of V. moseri
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Table 1 Relative length of C-banding in V. moseri
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Chromosome . . . Chromosome . . .
N chromosome C-banding Relative length of N chromosome C-banding Relative length of
PATRO ength(pm) (um) C-banding( %) par o- length (um) Cum) C-banding( %)
1 2.06 0. 34 16. 38 13 1. 66 1. 66 100
2 2.22 0.5240.39+0.78 76.29 14 1.63 0.35 21.43
3 2.05 2.05 100 15 1.59 0.32 20
4 2.00 0.3840.63 50. 08 16 1.55 0.72 46. 15
5 1. 94 0.8540. 85 87.50 17 1.52 0.59 38.46
6 1. 88 0.71 37.97 18 1.48 0.62 42.31
7 1. 86 0.6640.90 83. 87 19 1. 41 0.28 20
8 1.82 0.68-+0. 46 62. 50 20 1. 31 1. 31 100
9 1.78 0 0 21 1. 26 0.42 33.33
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12 1.68 0.79-+0.56 80
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Ag-NORs H BB BRAHZE R B A Ag-

sy AENORSHE WA % (%)
NOR E@b")ﬁ%fﬁ%’] ,ik 87.5 % T Hj 3 /I\ Ag, Typé Number of Number of observed Appearance
) Ag-NORs metaphase frequency of Ag-NORs
NORs MR A%, HA 3. 12% (% 2), Hiit
AH— SO 2 TR AZ b i AR e R B A A ! 3 9.38
A~ 1) TR 0 A2 8 H A A% B i s 223K 70 %6 (] 2 28 87.5
3-a) s 1 A EAT R R AZECE O 26 76 (] 3-b) 53 C 3 1 3.12

A R ECH S 400 (B 3-0)
2.2.2 Ag-NORs {2 % 2 &1k Loy1a &

T (R K H 5¢ 4% Ag-NOR 575 3 W7 (04 th 30 43 24 A0 547 40 A o 25 BE R B AV B 7 1 %F NORs, B T
I 22 S Y AR A S B R Ag-NOR(E 4-a) . fEARQL iy B rp R & B NOR RBP4, Y
1) 4% IR L M8 e 0 A4 43 S AH FNAZ R L ] d-a [&] 4-b, 5 i I A3 5A, ) Excel 228 HAS 0 & (F 5)



10 ok B B R %32 %

2.2.3 Ag-NORs Z Ja] # 48 5% & /s
N & B IE] A 40 B A% b NORs (1 R/ 550 H 2R BN AR 4k, 45 19 NOR 32K, 5 K B9 FL EDE 5 A 1) )
BN R RN R i 3. HK/NSEH 2 /D WE —E A .

Y 4 3 ; _
| A ‘ o
o P a B b C

a AP sb B LA e B3 AL
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Fig. 3 The nucleus of V. moseri
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Fig. 4 The Ag-NORs metaphase chromosomes(a)and karyotype(b)of V. moseri
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Fig. 5 The scheme chart of Ag-NORs of V. moseri
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Fig. 7 The scheme chart of G-banding of V. moseri
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Table 3 Distribution of G-bands in chromosomic pairs of V. moseri
Y A (4R G 5 Wl il Hir Y {1 G 5 A il Hir
Chromosome Number of deeply  Slightly stained Total Chromosome Number of deeply  Slightly stained Total
pair No. stained bands bands pair No. stained bands bands
1 2 1 3 13 3 2 5
2 3 2 5 14 1 0 1
3 3 2 5 15 1 0 1
4 1 1 2 16 2 1 3
5 1 1 2 17 3 2 5
6 2 1 3 18 1 0 1
7 3 2 5 19 1 0 1
8 1 1 2 20 1 0 1
9 1 1 2 21 0 1 1
10 2 1 3 22 2 1 3
11 1 1 2 23 1 1 2
12 1 0 1 &1t Total 37 22 59
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16125 (Blaxhall 1983; Amores et al. 1999; F &8 2003; FEEME  2006) . B 2E (Schmid  1980; Sekiya
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