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DNA £EBHEARLEEESHE=ZXEKTR

gEr? &£ 4" 2 BY MwmFrPY EEEY
(1. RSORS00 i 201306
2. FEKFRIEB B B AR TR T Ol BRI T RS R RS E IR HE 266071
3. HEHEERESHEARAR S ERZRZEEAVASSEY- A BIIREEE LA HE 266200

WE  EREEH T E = & (8 o KR E KT #E(Salmo salar)# 41 4 (Oncorhynchus
mykiss) M ARk, TSI B T M FE 4 2K S B 5 B DNA AR i #h bt v g A AR BT R A
A X AFRXKA DNALAHLDHEA, U ELZFET M MR ABEFTB AR T TN =X
EHBAARE LM EEHATTHEE, EXEN T4 XEFRT, ROVATFEENELA
61 1, HH A 82.43%; Mo MirSmERA 11 f, St 14.86%; Z4N, EHHTE=Z XA &
R A — & M ] B9 KRR #A # (Oncorhynchus keta)#r 4R A& Jif % # (Oncorhynchus kisutch), 4 it 4
1.35%. FAEHFER T, FETHRBAN X AT EUATEFENL £, ERAHERRG EiRy
BRAI, 1486% M= XA RGRBBARGRMNERT -2, EHEZT 40%H = X &£ W &
KAEEFHER, TN, ZX&XKFEMEE-—CHBBRARREELZLANE, X—ERAMANE
3 KPR S B A M R AR T AR, PR K T R R E R S AT R AR, AR = X K

iR ELEATHIE,
B340
thESERE S932.4 SCHEAERIDAD A

“=Mn” —iA il “Salmon” IR, S
IR S A4 PR o — 3 PR s B 8 1 SRS 1 A A
MR, B S OMEN ERGE, R B BRI S R 7K ™
it o (B[RRI = SCa R e —E 225, HANRE
] G0 2 4 A T AN (] o RS SC Ak A A% — S £
TR0 A B R B T A B K PE e (Salmo salar),
4y 2 bR @ T i J¥ H (Salmoniformes) . fiE Bl
(Salmonidae) . )& (Salmo). F&E 7 it ) —
i R ORVGPREE , ;7= oA TR B R PR 4

=X #; DNA &M, KT, i
XEHRS  2095-9869(2021)04-0184-08

T T 2% & fo A T B0 ™ K P e ek, 75 i 44 ok 98
i L

fif 11 248 T I AT — 25 A 1 AT AE IR K 58 L)
Yy fh——iT i (Oncorhynchus mykiss), H432% bk
THERE . K 8 & (Oncorhynchus) ., BT J2 FAO Hf:
TR RIRK SR Z — , FEE PR b — 5 44 5t
s, HFT, Wi E R T R K,
C&TE 29 N TR FR X TR T IR5H (E 4 W55,
2015), HIER T —E r= B, 4 ik e T 9% k) i
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BT T 45 DNA KIES AR S0 5 = S0k ™ 5 185

7N, 2018 AR [E T B S 5H 77 Bk 3.86 7 t (A ARAT
BB ¥ B B )R, 2019) . [E P T b A 68 5V N
“aca TR, B, EE AR A
=3,

AR T A S e R £ 20 H ] A AR K 3R
B, FLA 7 AR BB SR E I TR VU (X e S 4,
2011; fiEESE, 2019), X FREH & ML SRR K
il JuHIE 2018 4R (BB =St ) HRRE R A
RISk, o Y = Seft e 4 2 s R S E XTI L =
SO L B Ay B R T . A ARIE, TR E T
=S 13 R R AR iR E AR S E AR
BT X AT 38% ) = SCAA 77 (i A7 76 7 i b 1R 5 S B
YRR —3 (Cline, 2012), & E K= 53 L i@ i)
=3 A R RV P R B Y T G 2 b T
i B R AR RS S PR AME B R ST AR R
FH DNA F IS5 A 5 5 T B 3 B A 52 T 10
ST TR, LA = St T 3 e A T
Jit SR (A B R AR RN AR S

1 #REFE
1.1

2018 4F 8 A MILAREF ST 6 X KRR FIK
77 i A & T 37 ) 3K B R AR A = S A RE 3R
73 4%, BEAR UM RS 0, FES IR 74 43
Hodr, WX (SN) 13 3. WidbIX(SB) 10 ). 3kBHIX
(CY) 11 fy . ZE|IX(LC) 9 1. #HIX(HD) 9 3. W}
INIX(LS) 22 1, FEIKTR . Hrfif . VRS
[ 7= i 2R
12 ZLWHIE

1.2.1 # K DNA #IR G ik En & B UL
N30 mg, MG HEAYHLIIERA DNA $2HGK
F G CORARAEACRH A R A w) UL 2 HL DNA . 423
J&i, DNA MR 0.8%I A b e F Uk kil . [ As),
B3 uL DNA #5081 4% R 2R 1 D0 {50 b 0 v 3
1.2.2 DNASKH 574 ¥ 50l 5 DNAKIE Y
P85 | 42K F Ward 25 (2005) #E 72 1 1 25 26 ki ik CO 7
LR S8, 51 ¥)F %) : CO [ -F:5-TCAACCAACC
ACAAAGACATTGGCAC-3', CO /-R: 5'-TAGACTTC
TGGGTGGCCAAAGAATCA-3',

PCR JZ W44 % : 2xRapid Taq Master Mix 12.5 pL,
514 CO /-F f1 CO /-R 45 1 uL, DNA ffl 2 uL,
FHTCE KA E SRR 25 pLl.

PCR W &AF: 95°C728ME 3 min; 95°C 15 s, 50°C

10s, 72°C 40s, 35 MEH; 72°CLEAH 7 min,

PCR =210 680 bp, 25 1.5%FB BRI HL Tk
R, Pk 45T B 58 B — B AR S ik AR R SR R
A AT IE S 1) R ] ) o

1.3 HiESH

fifi FH Sequencher B 4% 7 285 SR A7 1 IE R 22,
PRAFHERG SE 1Y DNA ZKIES 751

f#if ClustalX 2.0 (Larkin et al, 2007)%l MEGA
6.0 (Tamura et al, 2013) /X 45 () DNA 4B 5
SIHATA BT, HEEASTRAE S, . R~ 1 DNA 5B
TR, KRR T 9 AT o . HET, RTS8
(NN > T R G 2, R Kimura-2-parameter
(I b = S S|V 1 B = ) P P el = SN O LB

Bifi Je5 7E v [ SR L AR ) DNA S0 54 P
(http://www.fishery-barcode.cn) Fl[E /i DNA ZIE5%%
$& & 45 BOLD (http://www.boldsystems.org) H #f 17
BLAST HEXf 438, X it g AT VA O 40 b 455

2 HRE5HW

21 =xfatEmi DNA £HBAOH

2.1.1 DNAL My iR DNA 4P i 51
YIFFL T mtDNA CO 7 JEH [ 5% . AT 1135
KAL) 74 4y = SCEME S ETT PCR 1Y, #4r =3¢t
FE i 5 Marker DL2000 [ HE 3k & DL I 1o 2880 a) )3
JPHIRGIE 5P, BZRA 74 R B Y 680 bp
) DNA 0B 751, [, 3B DNA I
SIS [T 20 = Sk St RS EL A 253k 58 P o

Bl 1 =Cfake iy DNA SB35 Bk
Fig.1 DNA barcodes of salmon samples on gel

M: DL2000 DNA marker

2.1.2  FhIR AAY 0 AEIE B 5 AT 74 DAY
DNA B F5)45 ClustalX [a]J5PE RS FHEF IS )
BH 4,1 HGPHER 61 55775, 45 2 4H(GP2)
11 £&FY), 55 3 H(GP3)FIH 4 4(GPA)SA 1 4
FEF. w3, 441 DNA SIEMEFIE 14
Fir, BRI 74 ASEEREL T 4 B a,



186 ool B o R 0425
#E—2% ] MEGA 6.06 #0145 T K2P 4
X4 RS pg R AR ARG EEES . BRI R GP 1o g K FGPEE S. salar

(G 1), 4P pyFp N3 E B B 34/ F 0.005, F
YHE N 0.003; FhfalE & &G E A 0.074~0.165, F
PIEN 0.126; FhlEE L R 25 2R N Y 42 f5 . Hebert
(2003)F5 i, CO [ FEHFFIME R DNA FKIEH 45
Yl ) S B P N IR AL B B N T 0,020, HLFRIA]
SR g 22 2 KT 10 5, aT L, Fhia) K Fh
()38 1 BE B A AT 4 Rt — 2 BE T ClustalX 245
R BT I, 21 DNA FIEAME AN 74 4HE 5 HER
YN 4 DT

*k1 =X &EMAFAMEEEES
Tab.1 Species interspecific/intraspecific distance
GP1 GP2 GP3 GP4
GP1 0.002
GP2 0.149 0.004
GP3 0.151 0.074 0
GP4 0.165 0.109 0.106 0
213 =X sy AELT 4 74 45 DNA &

i %) 4> %1 76 BOLD %% 4% JE (http://www.
boldsystems.org) FlH E H Z il A 4 DNA KL 4L
P& %€ (http://www.fishery-barcode.cn) ' #/£17 BLAST
XHoHr, YIRS ELE RN . GPL Y 61 475 S5
JiE TR PU AR E DNA ZSTERS P SIAI U A 99%~
100%; GP2 iy 11 Z5/75 5 8048 P2 ol 651 DNA
S HI AR R 99%~100%; GP3 Y 1 457515
B 4R KRR M £ (Oncorhynchus  kisutch) A5 1
DNA ZIEMFHIAHUE R 99%; GP4 1 1 7515
BOHE 2E KBRS . (Oncorhynchus keta)bnifE DNA 4%
TR 7 HIAHLEE R 99%

H T IR IR AT RIS E 455, A BOLD
B A A L A ) DNA SIS 5000 2 43 531)
AR 1 ARV | AT AR KRR £ RRRIA )
PR DNA SIERS, S5AMFSE B = SCfakeE S DNA &
G I HE NI 0 F RGEW . K 2 iR, 74 640
AP S 8 Stk Bl bR DNA SIEH5 75 3L 5 Ny
4 N4y, Hid, GPL Y 61 %515 K78 et o
DNA B F R A — DA 50 35 GP2 1Y 11 55)F
G 50T 6 5y — A3, RS GP3 YRR KRS
fR GP4 [ RIS fa BN IR RSy 2 o 0 F RGEWAS
{ABAUE T = SCARE RS e 25, B3R T4
ORI, BT A | RRIA | R CRRIG £k K e
ff1 )& (Oncorhynchus) N 3 2 Bl , 1l K P8 3 6k U] i 1 fif
&, ef¥ETFaIEE . 65

GP4 S KA £ O. keta
st ARKBRIE 4. O. kisutch
@ﬁ_;:-( HT % O. mykiss

K2 74 > =3cfatt il SRR 4 R
DNA Z&IEH NI 53 F R Gk
Fig.2 NJ molecular tree of DNA barcodes for 74 salmon
samples and 4 species of salmonidae

ﬂ: o
GP2

0.02

22 =XBHRBEEERSH

221 KABR=LéEmHy%L MFH T 6 4
XA K R s R e AR A 33t 54 4y, Hodb, RS ARIR
=IO RE S 53 0, B SR AR UM B A AR 1 A
% DNA FIBMYEEGR 2), Hr, 44y =3CAaRT M
P Fh 45 25 S o RV feE, (5 EL 81.48%; 7 i —3C
FOR R 1 o A0 R S I (5 L 14.82%;
Ty 2 A = SR A IR A R R RR G £ AR R
JRIG f (AR EE), £5H HHE 1.85%. TER A% 7
T, Ak Ay T S8 Py ot JH B 1K T (R 2 R i X
1) R VPG e

222 KPEBMPETH =L @ muy b N
M6 AKX 7K = St & T S W A5 f AR o = S fa
FRE SR FETT 20 £y, DNA RIEASEE LS R BRGE 3),
Horpr, 17 00y = SCHRT i I R A8 8 4 R K PR
Hi bt 85%; 3 1 = SCA R i WSS 2 AT B, (5 EE 15%.
IR At % T 3 8 = SC AR RE i R, RV A A A 8 oy
o7 L SRR A — 8 Mg S, 28R
i 0 = SC A RS AT R DT 48 1 RIS L Rt
KT S R R IO R DO A 1 =S LA A% 22 7 OF
AN

223 =X aHBIAZTLER LR, AP A
ST = Skt dh 74 4y, iz F DNA B AR
X =SC R A TR A . AR EOR(ER 4), T
T3 A ) = SCHRT AR PE R S 3, (A
82.43% (61/74); T84 [ 5 & = SCHUR A (Y K
14.86% (11/74); 734h, = SCAR 5B H —&E )
1) R JRR W F FIAR R R A 1 (B FRAR B ), oy Eb 20 31
1.35% (1/74) BXTEEM R fbril, Hd, 61 =
SCETE SR VEPEEE, 1y = SCmHEGGRER) % e aE
SRR, 1 oy A EE £ ) R () S 5 SRy I
B[ A1 43 26 A 1H 09 B 4% B 5 R T 25 2R W A R
85.14% (63/74); 34 10 1y = SCHRE i B8 0 45 SR i
B, B 1A FE SR S KRR £, BIBR IR R b 24
PR RN 25 5 A — 30 HL B8R 14.86% (11/74).
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x2 XEHEZ=XEBYHETLER

Tab.2 Identification results of salmon samples from large supermarkets

75 RS RS AR IR (L 53) JE 7 Hb /(T kg ™) 0 5 gt IR

No. Sample ID Labeling (ingredient) Patria Unit price(CNY kg™ Identification result
1 CY5 2 =St B FKHR{E Unlabeled 112 KPUFEfE S salar
2 CY6_1 =3l FFRiE Unlabeled 348 KPGEES: S salar
3 CY6 2 =3 I #] Chile 194 KPGHEE S salar
4 CY6 3 =3Pl ZF] Chile 250 KPGHEE S salar
5 CY7_1 = gk Norway 276 KPEFEfE S salar
6 CY7.2 =t B R 3, Norway 80 HLAS O, mykiss
7 CY7 3 =fask Mg Norway 45 KPGHEE S salar
8 HDI =y FARTE Unlabeled 336 KVGHAE S salar
9 HD2 =ICEAE FFRiE Unlabeled 243 KPGEES: S salar
10 HD4 = HEGREE) i H| Chile 136 HLRFRIA # O. kisutch
11 HDS =Xt gy FAriE Unlabeled 216 KPEFEAE S salar
12 HD10 =tk B # Chile 210 KVGHAE S salar
13 HD11 =t b K AR Unlabeled 224 KPGHeE S salar
14 HD12 =gl B KR Unlabeled 334 KPGHE: S salar
15 LS01 =y FARTE Unlabeled 210 KVGHAE S salar
16 LS02 = fata B FFRiE Unlabeled 276 KPGEES: S salar
17 LS03 E'& K3 HHR{E Unlabeled 32 KPUFEfE S salar
18 LS04 =SSV F+74% Danmark 368 KPEFAE S salar
19 LS05 S8V #}7 Danmark 380 KPGEES: S salar
20 LS06 ES €kl FFRE Unlabeled 396 KPGHeE S salar
21 LS07 = A i KR Unlabeled 398 KPGHE: S salar
22 LS08 =k FARTE Unlabeled 60 KVGHAE S salar
23 LS16 W = ScE Y R 4 F Chile 320 KPGEES: S salar
24 LS17 W = Sca R ) Chile 346 KPGHeE S salar
25 LS18 6 2 68 40 U] - (T 6%) %) Chile 240 IS O. mykiss
26 LS19 VKA =S g 4 F Chile 230 KPGEES: S salar
27 LS20 = fu il g ¥ 77 Shanghai 180 I 6% O. mykiss
28 LS21 JREE =30 T Shanghai 160 ITH 0. mykiss
29 LS22 =3ty F}2Z Danmark 360 KVGEEsE S salar
30 LS23 =Xl FFRiE Unlabeled 278 KPGEES: S salar
31 LS24 =3y g #H Chile 192 KPEFAE S salar
32 SBO1 =3 B F| Chile 175 KVGHEEsE S salar
33 SB02 =k FFRiE Unlabeled 48 KPGEES: S salar
34 SBO0S E9'EY;3 K AR Unlabeled 48 KPGHe: S salar
35 SB09 =B % H USA 227 KRG £ O. keta
36 SB10 7 ) = AKArid: Unlabeled 40 KPGyEeE: S salar
37 SNO2 =3efar A FFRE Unlabeled 368 KPGHe: S salar
38 SNO03 =t WA Norway 722 KP4 S salar




188 wool B o R 942 %
&gk 2

i = R AR IR (85T) Ji 7 /O kg ') YR
No. Sample ID Labeling (ingredient) Patria Unit price/(CNY~kg’1) Identification result
39 SN04 =3ty AARE Unlabeled 613 KPGVE#EE S salar
40 SNO05 =3ty AARE Unlabeled 680 KPGVE#EE S salar
41 SN06 =acfadfa )&, Norway 1700 KPFGHAE S salar
42 SN07 —fakfa kR W& Norway 1368 KVGHEfE S salar
43 SNO08 =Xtttk FKFREE Unlabeled 296 KPGHES: S salar
44 SN10 =3y g ] Chile 262 KPUFEAE S salar
45 SNI11 =R WAL Norway 60 IT A% O. mykiss
46 SN12 =R WAL Norway 60 IT A% O. mykiss
47 SN13 =R WAL Norway 60 IT A% O. mykiss
48 SN14 = falE WE Norway 60 WL A% O. mykiss
49 LCO1 =3k FKFRTE Unlabeled 40 KPGHA: S salar
50 LCO05 =i FKFRTE Unlabeled 46 KPGHH: S salar
51 LC06 = FKFRIE Unlabeled 48 KPGHA: S salar
52 LC07 HWUR=3CHaYIs £ F| Chile 230 KPGHA: S salar
53 LCO8 =3 b B #F| Chile 158 KPGHAE: S salar
54 LC09 “XmAT &F| Chile 432 KVG7EaE S salar

x3 KFERMETH=XEYMETLER
Identification results of salmon samples from aquatic markets

e RS AR R (AT JE 7 B /Ot kg ") W E R

No. Sample ID Labeling (ingredient) Patria Unit price/(CNY kg™ Identification result
1 CY1 =AY S RARTE Unlabeled 120 KPGHS: S salar
2 CY2 R =3CAEYIE  FA Chile 100 I O. mykiss
3 CY3 = ZH Chile 204 KPGHAE S salar
4 CY4 R =Y & B F Chile 133 KPGHAE S salar
5 HDO06 =3k H % Qingdao 234 KPG#EAE S salar
6 HDO7 =B FHARr{FE Unlabeled 150 KPG¥E#E S salar
7 LS09 =B KCHP Australia 190 IT#% O, mykiss
8 LS10 =B WA Norway 220 KPGHAE S salar
9 LSI1 =B R g Norway 220 KPGHAE S salar
10 LS12 =3tk L Norway 20 KPGHS: S salar
11 LS13 =3tk P Norway 30 KPGHS: S salar
12 SB03 =3t A FKFRTE Unlabeled 110 KPGHAE S salar
13 SB04 YR =S #17% Danmark 158 KPGHAE: S salar
14 SB05 =3t A FKFRTE Unlabeled 112 KPGHAE: S salar
15 SB06 =3k FFRE Unlabeled 16 KPGHAE S salar
16 SB07 =3tk FAR{FE Unlabeled 20 ITHS O. mykiss
17 SN09 =3ty M, Norway 180 KPGFEAE S salar
18 LC02 =Sk B Norway 80 KVG¥E#E S salar
19 LCO3 =k )&, Norway 80 KPGHAE S salar
20 LC04 =acfadfa WA Norway 200 KPGHAE S salar
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BT T DNA SIS 3R S 1 5 1 8 = SCAK = i 189

A & A X3k, 7T R DX = S A R b
ARG, A i (4/13), M 30.77% ;3 FEUCRIBH X (2/11)
FgF 111X (4/22), WLEEAS B350 18.18%; & X Fil
2 X ARAR B RE S B B D, TRIA, 2 A DX T A
HRYR 0 (K 4),

R4 ZNEHEREEER

Tab.4 Identification results of salmon samples

% g 2E R Identification result

l’ffj RPGvEs: i ERORRRMG L RRRIE £
S salar O.mykiss O. kisutch  O. keta
T X SN 9 4 - -
b X SB 8 1 -
X LC 9 - - -
WIHIX CY 9 2 - -
Bl X LS 18 4 - -
5 X HD 8 - 1 -
AT Total 61 11 1 1

MEE S = R IR A, T B TR SO AR S
40.54% ARBRTE = #1.(30/74) 5 77 AR P BT A b LA
O =3t ¥, R 55.41% (41/74), Hidr, 24.32%
K HIREL(18/74), 22.97%K AEFI(17/74), 5.41%%K
AP (4/74), A Dk ARERMER, 255
1.35%(1/74); 7= =3 5 LD LA 4.05% (3/74)
(K 3).

30 O K= 5tk & 13% Aquatic markets
g 25 W KEIR#E Large supermarkets
Ll
j=%
515}
w2
gg 10
0 > >
5 & §
P @ & D Ny D ‘&
¢z$b ‘%@o éoc" o s %‘i&% v&é . &°
0‘& ,@@) %’%/ v@\’) )§€§\,§,
7= Hb Origin%‘
Pl 3 74 5y = SCARE S Y 7 e 5
Fig.3 Origin of 74 salmon samples
3 g

FiE 7 Frdist kg, DNA SIEERZ
B H T YR o3 B2 0E 98 o A 55 T8 5% 1K B (The
Consortium for the Barcode of Life, CBOL){fi##f#i F
dp R ® C A bl I (cytochromec oxidase
subunit I, CO T )3 K > 44 22 5l 1y 1) 4 i 2 03] Ak &

(Remigio et al, 2004), 2005 4£, Ward Z£(2005 )i 3z %
T2 CO [ A8, WERf DX 43t 204 N9 F,
E T DNA ZA0E A R AR Dk, AR A 2k
B UE T I AR AE £ R 45 5 2 b i A 0 (0RO
4, 2016a, b. c). 124, HEPFRAMEIEEEEREE R
4 (Barcode of Life Data Systems, BOLD)& &% T
25 26.7 JIWIFY 570 J7 4 DNA ZKIE68)75] i E &
Tl A=Y DNA KB 1515 B F & (http://www.
fisherybarcode.cn) &3k FE ¥l 4= %) DNA ZKIEIE(E B
B SEIEARMEZ 5, HERGE T 2587 Fiif
VB W DNA KBRS E 4 T4 4. MR TEGIE
ABorJEsE, DNA FIEAAZHLERAL . K E A
FE OIS AU BRI (Khedkar et al, 2014), E A #RAF i #
PUEE | S A R R e S R AR B (AR
2015), A4 b i) PR v A 6 e B IE TR R
S ARBFIT I DNA SIEASE AR X 818 =3
AT AT S5 5, I R IR PR SR |l RN ] 35 1%
FEES T . i DNA ZRIER (5 8 R G0 Xt oy
T REMIEERI PSR, W 74 0y = SCHARE S
WER S5 R KU PREE | T AR K RRIA £ R R PRI £
44 FP ., AT UL, DNA ZRIERSE AR Ry = SC o3 )k
RER S RO T A AR TFB

Bk, =Sctn” e GERR, (HIF =
A % 5 BT NS B 5, N T3R5 IR /K T
B 5 0 AR ERG h oR A R VY VE 9 44 5 = SCAafE DL AR 3
FEIE o UTAFESR, R0 ) A A X B = S R
kK mid, 5lkT—3 “HM AT KiK.
SR TR 38 9 2 5 R U, PRI B T = g
R VG B ol AT S AR A K™ T L Y =3
T T AL R A S 0 R AR PR B E L7 Cline
(2012)R H DNA SIERSHE AR I A 1 32 [ A i b [X.
=actartin, KB 38%I R AR RS S PR R —
., Wong %5(2008)F] ] DNA £+ RXF L E T
BN 91 MM EET 40T, A 23 AN S AR S
SEYIAAESE . Filonzi 25(2010)i# 5 DNA &R
MRERFAT T LR 69 M taZsee ik adr, &M
2% AFTERE AR IS . TIHRFQOINX HRAE
T = SCAIEA R B, — S0 BN UK P P
F, 5 93.88%, WLES{UA 4.08%. AHFFER DNA
ZRIE A F AR T 15 T B 43 M DX 4 85 = S i A itk AT
), JHAEGE B, S0 LR o
i 82.43%; WS 5 [V 14.86%; H4b, =M
B IR S 2.7 %0 PR i VAR PRI £, AR
PRI S PR A S B 14.86%09 = C M AML bR
PSR 25 A —B



190 ook B

2 R 42 4%

H AT, F& i JC = SCH Y S I 5C 1 7= b o
SR T VbR UE . R AR PR A S5 R R = S
W68 5 LR E] 16, HACRER] 1 7= SARvE T i
VIR, HoAth = & i 5 5 44 8O AR i T =3, an
ST KA A% JU AR SR A A 7 AT g U A AR 1 A
ANERAT, HSE E PR A A R O — R SN R R AR B
fafp, o]k ERIEME Z Wk, A, Ak,
H 40%Z 1) = SCH R SRR T U S o R b E BN
175 FHE B4 = SC a7 5 BB XU, R 2 4 XU o
AL, XX — vt K i B T 3 WA I Ry T e,
R IR 2 A OCAR I, i O = SC K™ i T A 4
RN
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Abstract “Salmon” is the trade name of salmon and trout, these are internationally recognized
high-grade aquatic products. In recent years, the large-scale supply of rainbow trout has had a great
impact on the world salmon trade, triggering a war of “real” and “fake” salmon. The public impression is
that the high quality and high market price of the famous Atlantic salmon (Salmo salar) from Atlantic
Ocean is not comparable to the cultured freshwater rainbow trout (Oncorhynchus mykiss). Thus, it is
important to have knowledge about the species of salmon available in the aquatic market and whether the
species information indicated on the label is true. It is very difficult for ordinary consumers to identify the
species of salmon in the market. DNA barcoding has been widely used in the study of species taxonomy.
It is a powerful technology for rapid and accurate identification of species. In this study, DNA barcoding
was used to investigate the consistency between label information and the actual species of salmon in
products across six large supermarkets and aquatic markets in Qingdao. Of the 74 salmon samples
collected, 61 were S. salar, accounting for 82.43%; 11 were O. mykiss, accounting for 14.86%; and
O. keta and O. kisutch accounted for 1.35%. Although the survey data shows that Atlantic salmon is the
main salmon product in Qingdao, we identified that 14.86% of labels on salmon products were
inconsistent with the test results, and more than 40% of the salmon products did not provide origin
information. Thus, there are still some adulteration and food safety risks in aquatic salmon products.
Market supervision of this internationally recognized high-end aquatic product needs to be strengthened.
The relevant departments should urgently formulate product standards and testing standards to ensure the
safety and traceability of salmon quality before inferior species affect the high public impression of salmon
products.
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